Table IV.  Proposed nomenclature for FtsH proteases from Arabidopsis
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Protein
cDNA


Precursor
Mature
Transit
Chromosomal location
Cellular

Reference




name

accession

 (aa)

protein (aa)
peptide (aa)
and accession no.

location








_____________________________________________________________________________________________________________________________
FtsH1

X99808

709

661

48

I  (AC007980)


C


(Lindahl et al., 1996)












(protein id: AAD50055)




FtsH2

AF1351891

695

648

47

II  (AC004669)

C


(Chen et al., 2000)














(protein id: AAC20729)

FtsH3

AV5501922

807

753

54

II  (AC005315)

M


















(protein id: AAC33234)

FtsH4

AI9947232

627





II  (AC004747)





















(protein id: AAC31223)




FtsH5

AV5211152

761

703

58

V (AB023032) 3

C







FtsH6




687

612

75

V (AL353993)


C












(protein id: CAB89335)

FtsH7

BE5234032

802

747

55

III (AL133292)

C











(protein id: CAB61952)

FtsH8

AI9953302

662

625

37

I (AC007592)


C











(protein id: AAF24819)


FtsH9

AV5292782

806

744

62

V (AB016885)


C
























(protein id: BAB09632)

FtsH10
AV5297292

843

817

26

I (AC022464)


M











(protein id: AAF79577)

FtsH11
AV5288502

806

743

63

V (AB025622)













(protein id: BAB08420)
_____________________________________________________________________________________________________________________________
Abbreviations: C, chloroplast; M, mitochondria. Predicted locations are in italics.

Notes:

1designated also VAR2

2EST

3the coding sequence spans nucleotides 41203-43350

